Values are as follows: NIST 3247, certified concentration values; NIST 3248, certified mass fraction values; NIST 3238, reference mass fraction value (diadzin) and certified mass fraction values (all other analytes); NIST 3264: reference mass fraction values.
Table S3
Quantitative HPLC methods.
Ginkgo
Standards/calibration solutions: Chemical standards were dissolved in 5 mL DMSO and the volume was made up to 25 mL with methanol. Calibration standards were prepared by diluting stock solutions with methanol. Analytes included quercetin, kaempferol, and isorhamnetin. Six-point calibration curves covering the range of 1-120 μg/mL were prepared for each analyte.
Extraction procedure: Twenty mg of the composite or NIST SRM was transferred to a 20-mL glass vial and 5 mL of diluent v/v/v)] [37] were added. The vials were sonicated for 5 min and placed in an oven at 90°C for 60 min. After cooling, the solution was transferred to a 10-mL volumetric flask and the volume was made up with methanol. The extracts were filtered through a 0.45-µm PTFE filter before analysis.
Chromatography: An Ascentis Express C18 column (100 × 2.1 mm, 2.7 µm) was used for HPLC analysis.
The mobile phase consisted of gradients of methanol and water containing 1% phosphoric acid (see solvent gradient below). The flow rate was 0.3 mL/min and the column was maintained at 35°C. The injection volume for samples was 1.5 µL and responses were measured at 370 nm. Total run time was 15 min.
Qualitative determination of terpene lactones: For qualitative determination of terpene lactones, 500 mg of composite was sonicated for 30 min with 5 mL methanol. Following centrifugation, the supernatant was decanted and the material was reextracted with 5 mL methanol. The two supernatants were pooled and passed through a 0.45-m PTFE filter before analysis. The HPLC-ELSD method used an Agilent Poroshell 120 EC-C18 column (2.7 µm, 2.1 × 100 mm) and methanol (0.05% TFA) and water (5% MeOH and 0.05% TFA) as the mobile phase. Solvents were pumped at 0.4 mL/min and the column was maintained at 30°C.
The evaporator and the nebulizer temperatures on the ELSD were 75°C and the PMT gain was set at 5.
Ginkgo terpene lactone (USP) was used to establish and monitor the performance of the method.
LC-MS/MS confirmation of genistein: The source conditions for genistein were optimized on the ABSciex Qtrap 5500 mass spectrometer by infusing genistein standard. An MRM method using three transitions was
established. An Xselect PFP column (50 × 2.1 mm, 2.5 µm) was used for analysis and the mobile phase consisted of gradients of acetonitrile and water containing 0.1% formic acid (see solvent gradient below).
The flow rate was 0.2 mL/min and the column was maintained at 35°C. The sample injection volume was 1 µL and the total run time of the method was 14 min. Retention of genistein was 5.1 min and apigenin eluted at 5.9 min. Apigenin and genistein have identical molecular formulas and are known to coelute.
Soy
Standards/calibration solutions: Standards were dissolved in DMSO and calibration standards were prepared by diluting stock solutions with acetonitrile-water (2:3, v/v). Analytes included the glycosides genistin, daidzin, and glycitin, the aglycones genistein, daidzein, and glycitein, and the acetyl-and malonyl-glycoside forms of genistein, daidzein, and glycitein. Six-point calibration curves covering the range of 1.6-40 μg/mL were prepared for each analyte.
Extraction procedure: Samples of composite or NIST SRM containing less than an equivalent of 5 mg isoflavones (between 46 and 160 mg for products 1 and 3-22; 1 g for product 2; and 0.5 g NIST SRM), were weighed and 0.5 mL of the internal standard apigenin (concentration 2.0 mg/mL) was added. Ten mL of acetonitrile and 6 mL of water were added and the mixture was shaken in an orbital shaker for 60 min.
Following the addition of 8.5 mL of water, the tube was centrifuged at 4000 rpm for 5 min and the supernatant was filtered through a 0.45-µm PTFE filter [38] .
Chromatography: An Ascentis Express C18 column (100 × 2.1 mm, 2.7 µm) maintained at 40°C was used for the separation of isoflavones. The mobile phase consisted of gradients of acetonitrile and water containing 0.05% phosphoric acid (see solvent gradient below). The flow rate was maintained at 0.4 mL/min. The injection volume for samples was 1.5 µL and responses were measured at 260 nm. Total run time was 20 min.
Valerian
Standards/calibration solutions: Standards were dissolved in methanol, and calibration standards were prepared by diluting stock solutions further with methanol. Analytes included valerenic acid, hydroxylvalerenic acid, and acetoxyvalerenic acid. Six-point calibration curves covering the range of 0.5-133 μg/mL were prepared for each analyte.
Extraction procedure: Ten mL of water were added to 1.0 g of composite and the flask was shaken for 2 min in an incubator/shaker at 50°C. The sample was sonicated for 15 min. Thirty-five mL of methanol were added and sonication was continued for an additional 15 min. After cooling, the extract volume was adjusted to 50 mL with methanol. The extract was passed through a 0.45-µm PVDF filter prior to HPLC analysis [22] .
Chromatography: A YMC-Triart C18 column (100 × 2.0 mm, 3 µm) maintained at 40°C was used for the separation. The mobile phase consisted of gradients of methanol and water, both containing 0.6% phosphoric acid (see solvent gradient below). The flow rate was maintained at 0.3 mL/min. The injection volume for samples was 2.5 µL and responses were measured at 225 nm. Total run time was 12 min. USP powered valerian extract was chromatographed under the conditions developed to verify adequate separation of the peaks.
Yohimbe
Standards/calibration solutions: Standards were dissolved in acetonitrile and calibration standards were prepared by diluting stock solutions with acetonitrile. The sole analyte was yohimbine and a six-point calibration curve covering the range of 40-1060 μg/mL was prepared.
Extraction procedure: One g of the composite was mixed with 10 mL of 80% methanol and sonicated for 30 min followed by centrifugation and filtration [39] . The dispersive SPE cleanup referenced in [20] is needed only for samples containing trace amounts of yohimbine.
Chromatography: An Agilent Poroshell 120-EC-C18 column (100 × 2.1 mm, 2.7 µm) maintained at 30°C was used for the separation. The mobile phase consisted of a gradient of methanol and water, both containing 0.1% formic acid (see solvent gradient below). The flow rate was maintained at 0.4 mL/min. The injection volume for samples was 1.0 µL and responses were measured at 270 nm. Total run time was 17 min.
St. John's wort
Standards/calibration solutions: Hypericin and the internal standard oxybenzone were dissolved in methanol-acetone (1:1, v/v). Required volumes of the stock solutions were combined and diluted with solvent to prepare calibration standards, each containing 20 g/mL oxybenzone. A six-point calibration curve covering the range of 1.0-100 g/mL hypericin was prepared.
Extraction procedure: A 200-mg sample of composite (or SRM) was mixed with 5 mL of methanol-acetone
(1:1) and sonicated for 5 min. The mixture was transferred to a 10-mL volumetric flask and the volume was adjusted with methanol-acetone (1:1). The solution was passed through a PTFE filter into a scintillation vial and exposed to a Xenon light for 10 min before analysis by HPLC [40] .
Chromatography: A YMC Triart C18 column (100 × 2.0 mm, 3 m) maintained at 40°C was used for the separation of hypericin and pseudohypericin. The mobile phase consisted of gradients of water, methanol, and acetonitrile all containing 1% phosphoric acid (see solvent gradient below). The flow rate was maintained at 0.5 mL/min. The injection volume for samples was 5.0 µL and responses were measured at 270 nm and 588 nm. Total run time was 20 min.
Solvent gradients for HPLC and LC-MS methods

Time (min)
Ginkgo flavonoids
Ginkgo terpenes
Genistein
LC-MS
Soy isoflavones
Valerenic acids
Yohimbine Hypericins 0  50  50  75  25  65  35  87  13  30  70  75  25  35  30  35  0.5  55  45  75  25  --87  13  --75  75  ---6 - GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTTT  ATTTTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCAT  AACTCGTGAAATGCCGAGTTGKTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTAT  GTAAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGA  ATGCTAGATGCCCGGGACCACGTTACSRTTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATT  TTTGCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTT  TTTTTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAAT  AAATAGAATAATGATGAATGGAAAAAAGAGA   >Ginkgo16_psbtrn  TCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAAGGAAAGCTA  GAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTATTTTGAATCTT  TCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAACTCGTGAAA  TGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGTA  TATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATGCTAGATGC  CCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAATAA  ATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTTTTTCCATTTT  AAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAAATAGAATAA  TGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATAAGGGGCGG   >Ginkgo2_psbtrn  CTCTTTCTATAGCTGGATAATATTCTGACATATTGCTAGTTAGCGTGTTYMAATTACCGATAAG  ATAATACCAAGCCTTTCAATCAAATGAAAGGTTTGGTATTTCTCTGTTTTTTTTTTTTTTTTTTTT  TTTTTTATCCTACCCACCAATATCGTATTGTTTACTTTATCTGCCAGTGTTGCTCTATCCACATTG  GTACTGKTTCATTCAAGTTATACTTGTATTCTGTTCAACAAATGTGAATAATAATAGGGCGG   >Ginkgo3_trn  GCTAAAGGATTTTCTCTTTTTTCCATTCATCATTATTCTATTTAYTCTGACCTCCATACTTCGATC  GAGATATTGGACATCGAATGCCACTCTTTAAAATGGAAAAAAAGGAGTAATCAGCTGTGACAC  GAAAAAAAACGAATCCTTTTGTAGCTCATCATTTATTGGCAAAAATAGAAAAGGTCAATATGA  AGGAGGAGAAAGAAACAATAGTAACGTGGTCCCGGGCATCTAGCATTCTACCCGCAATGGTTG  GCCATACAATCGCGATTCATAATGGAAAGGAACATATACCTATTTACATAACAAATCCTATGGT  AGGTCGCAAATTGGGGGAATTCGTACCAACTCGGCATTTCACGAGTTATGAAAGTGCAAGAAA  GGATACTAAATCTCGTCGTTAACTGAATTCAGAATAGAAAGATTCAAAATAAAAAAAAAA   >Ginkgo6_trn  TTTCTCTTTTTTCCATTCATCATTATTCTATTTATTCTGACCTCCATACTTCGATCGAGATATTGG  ACATCGAATGCCACTCTTTAAAATGGAAAAAAAGGAGTAATCAGCTGTGACACGAAAAAAAAC  GAATCCTTTTGTAGCTCATCATTTATTGGCAAAAATARAAAAGGTCAATATGAAGGAGGARAA  AGAAACAATAGTAACGTGGTCCCGGGCATCTAGCATTCTACCCGCAATGGTTGGCCATACAATC  SCGATTCATAATGGAAAGGAACATATACCTATTTACATAACAAATCCTATGGTAGGTCGCAAAT  TGGGGGAATTCGTACCAACTCGGCATTTCACGAGTTATGAAAGTGCAAGAAAGGATACTAAAT  CTCGTCGTTAACTGAATTCA   >Soy10_psbtrn  GCTCCATCTATTAATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTYTGAAAGTAAAAGGCA  ATATCAACTTTTTTGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAA  ATATTTATACATAAGTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAA  AAAGAATGATAACGAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGG  GCGGATGTAGCCMAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCG   >Soy16_psbtrn  ATTAATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTBGAAAGTAAAAGGCAATATCAACT  TTTTTGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATAC  ATAAGTTTTTGATTTCTTTSGSGATTCTTTRGCATTTTTCCTATCTTAAARGGAAAAARGAATGAT  AACGAASGAAAGGATRGAATTTTATATATAGATCATTTTTACATAGTATAA   >Soy17_psbtrn  ATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATCGACGCTCCATCTATTA  ATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTT  TGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATA  AGTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAA  CGAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGGGCGGATGTAGCCA  AGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCG   >Soy5_psbtrn  TCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTSAAGAAAGGAAAGCTA  GAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTTTATTTTGAATC  TTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAACTCGTGA  AATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTWTGTAAATAGG  TATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATGCTAGAT  GCCCGGGACCACGTTACTATKGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAAT  AAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTTTTTCCAT  TTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAAATAGAA  TAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGAT   >Soy2_ITS2  CAGACTACAATTCGGACGCCGAGGGCGACCGATTTTCATGGTGGGCTTTTCCCGGTTCGCTCGC  CGTTACTAAGGGAATCCTTGTTAGTTTCTTTTCCTCCGCTTATTGATATGCTTAAACTCAGCGGG  TAGCCCCGCCTGACCTGAGGTCTCGTTGGGAGCGTGCGTGCACGCAAAGGGTCGTCGATGGGT  CCAGAACTGACCGGCTCGCACGTGATTGGTCTCGAGCGTGGCTCATCCACCATTTTATCACGGC  GAAGTCGGCCATGAACCCAGATTTCAACCAACCACGAGGCGGGTGCTCGCGGGAGGTCAGCAT  ACACCCCGCGCAGCAACATTGTTACATGTTTGCGTTGGGGAAACGATGTGTGACACCCAGGCA  GGCGTGCCCTCGGCCTAATGGCTTCGGGCGCAACTTGCGTTCAAAGACTCGATGGTTCACGGGA  TTCTGCAATTCACACCA   >Soy2_psbtrn  TATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATCGACGCTCCATCTATTA  ATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTT  TGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATA  AGTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAA  CGAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGGGCGGATGTAGCCA  AGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCG   >Soy19_psbtrn  ATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATSGACGCTCCATCTATTAA  TGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTTT  GATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATAA  GTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAAC  SAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGGGCGGATGTAGCCM  AGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGA   >Soy14_psbtrn  AGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACMTATAGCAATTTTYGAARAAAGGAAAG  CTAGAAATACCCAATATCYTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTATTTTGAATC  TTTCTATTCTGAATTCAGTTAASGASGRGATTTAGTATCCTTTCTTGCACTTTCATAACTCGKGA  AATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTWTGTAAATAGG  TATAKGTTCCTTTCCATTATGAATCGSGATTGTATGGCCAACCATTGSGGGTAGAATGCTRGATG  CCCGGGACCACGTTACTATKGTTTCTTTYTCCTCCTTCATATTGACCTTTTCTATTTT   >Soy13_psbtrn  TCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAAGGAAAGCTAGAAA  TACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTATTTTGAATCTTTCTATT  CTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAACTCGKGAAATGCCG  AGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGTATATGT  TCCTTTCCATTAKGAATCGSGATTGTATGGCCAACCATTGCGGGTRGAATGCTRGATGCCCGGG  ACCACGTTACTATKGTTTCTTTCTCCTCCTTCATATKGACCTTTTCTATTTTTGCCAATAAA   >Soy3_psbtrn  ATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATCGACGCTCCATCTATTA  ATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTT  TGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATA  AGTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAA  CGAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGGGCGGATGTAGCC  MAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCG   >Soy12_psbtrn  GCATGGTGGATTCACAATCCACKGCCTTGATCCACTKGGCTACATCCGCCCTTATACTATGTAA  AAATGATCTATATATAAAATTCTATCCTTTCGTTCGTTATCATTCTTTTTTCCTTTTAAGATAGGA  AAAATGCTAAAGAATCGCGAAAGAAATCAAAAACTTATGTATAAATATTTATAAATAAAAAGA  TTACTAATCAAATAAATAAAAGTAAAGGGGCAATATCAAAAAAGTTGATATTGCCTTTTACTTT  CAAAAACTAATCTACCTTAAGATCCAAATTTTATCCATTAATAGATGGAGCGTCGATCGCAGCT  AGATCTAGAGGGAAATTATGAGCATTACGTTCATGCATA   >Soy20_psbtrn  ATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATSGACGCTCCATCTATTAA  TGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTTT  GATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATAA  GTTTTTGATTTCTTTCGCGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAAC  SAACGAAAGGATAGAATTTTATATATAGATCATTTTTACMTAGTATAAGGGCGGATGTAGCCM  AGTGGATCAAGGCAGTGGATTGTGAATCC  >Val6_its2  CAATTCGGACAGCGTAGCCGCCCGATTCTCAAGTTGGGCTATTCCCGGTTCGCTCGCCGTTACT  AGGGGAATCCTTGTAAGTTTCTTCTCCACCGCTTATTGATATGCTTAAACTCAGCGGGTAGTCCC  GTCTGACCTGGGGTCGCGGTCGAAGGCGCATTTCACGCCGTTGGTTTATGATGATGCCCTAGCA  AGCGACAGGGTGAAGCACAACAGCACCAATGATCTTTCAACCACCACTGGTTGTGACATCCAT  CGTTGAGGGATCCTTTTTAGGCTAACCGAGCTAACGGGAAGCCATTGTCCGCCCCATCACCGAA  CCACAAGGGTTTGGGAGGGGGCGACGCGATGCGTGACGCCCAGGCAGGCGTGCCCTCAGCCCG  AAGGCGTCGGGCGCAACTTGCGTTCAAAGACTCGATGGTTCACGGGATTCTGCAATT   >Val6_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTATT  TTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAA  CTCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTWTGT  AAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAAT  GCTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTT  TGCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTT  TTTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAA  ATAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATAAGGGGCGG   >Val11_psbtrn  CCCCCAGCGAGGACTATTATTTAGATTAATCAATCTATTTCTGACTGTTTTTTCAAGAACATATG  TCAGTTAAATACTATGCATTTTCATTATTTCATTATAATGAAAGAAAAAAAAGGAGAAATAAAG  CCCCCCTAGACTCAGGGGGAATTTTTTCTCCTTTTTTTTTTTCTTTGTTCAAAAACTCATATACAC  TAAGAACAGGTCTTATCCATTKTAGA   >Val5_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTATT  TTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAA  CTCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGT  AAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAAT  GCTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTT  TGCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTT  TTTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAA  ATAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATAAGGGGCGGA   >Val20_its2  CGATACTTGGTGTGAAYTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCG  ACGCCTTCGGGCTGAGGGCACGCCTGCCTGGGCGTCACGCATCGCGTCGCCCCCTCCCAAACCC  TTGTGGTTCGGTGATGGGGCGGACAATGGCTTCCCGTTAGCTCGGTTAGCCTAAAAAGGATCCC  TCAACGATGGATGTCACAACCAGTGGTGGTTGAAAGATCATTGGTGCTGTTGTGCTTCACCCTG  TCGCTTGCTAGGGCATCATCATAAACCAACGGCGTGAAATGCGCCTTCGACCGCGACCCCAGGT  CAGACGGGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGTGGAGAAGAAACTTACAAGGA  TTCCCCTAGTAACGGCGAGCGAACCGGGAATAGCCCAACTTGAGAATCGGGCGGCTACGCTGT  CCGAATTGTAGTCTGGAGAAGCGTCA   >Val20_psbtrn  GGCTACATCCGCCCCTATCCCTAAACTCCTATAACTTACTATAACTAGAATATAGAACTAGAAT  ATAGAAAAATAGAATATAGAACTTATTCTAGAAGTCTATTCATTTTTTTTAGTAGTTTCTTGAAT  TTTTGAAACTGTCTTTTTTAAAAGATTTTTTTATTTTTATTTGATTATTCTAATCAAATAAGAAAA  GACTATTACGAATTTAAAAGAAAATAAAGGAGCAATATCTTTCCTTACCTCGATCAAAGATCAA  AGAAGAAAGAGTTGATTGCTCCTTTATTTTCTCTATTCYATTTTCMAAAACTCCTATASMCTAA  GTACACGAAGAACAAGTCTTATCCMTTTGTTGGAGCTTCAATAGCAGCTAGGTCTAGAGGGAA  GTTATGAGCATTACGTTCATGCAT   >Val21_its2  GTTCGCTCGCCGTTACTAAGGGAATCCTTGTTAGTTTCTTTTCCTCCGCTTATTGATATGCTTAA  ACTCAGCGGGTGATCCCGCCTGACCTGGGGTCGCTTTGATGACATTGGGTCAACGAGAGCTTAC  GGACAGGAGCGACCGGCAATATGAAGAGGCTTTAGATCACCACCGCATGTCGGGACGCTCCAA  GCATCCTCAGCTCAGATTTTGGCCMACCGCGTGCGGTAACACACGGGAGACCAGCTTCCGTCC  CGCACTCGCAAAATTTTGTGAGGGGAACGACGATTTGTGACGCCCAGGCAGACGTGCCCTC   >Val21_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCTAGAAATACCCAATATCYTGCTGAAGCMAGATATTGGGTATTTCTTTTTTTTTTATTT  TGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAAC  TCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTA  AATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATG  CTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATKGACCTTTTCTATTTTK  GCCAATAAATGATGAGCTACAAAAGGATTSGTTTTTTTTSGTGTCACAGCKGATTACTCCTTTTT  TTCCATTTTAAAGAGTGGCATTSGATGTCCAATATCTCGATSGAAGTAKGGAGGTCAGAATAAA  TAGAATAA   >Val22_psbtrn  GGGGGGCTTTATTTCTCCTTTTTTTTCTTTCATTATAATGAAATAATGAAAATGCATRGTATTTA  ACKGACATATGTTCTKGAAAAAACAGTCAGAAATRGATTGATTAATCTAAATAATAGTC   >Val23_psbtrn  TCCATCTACAATGGATAAGACCTGTTCTTAGTGTATATGAGTTTTYSAACAAAGAAAAAAAAAG  GAGACMAACTTCCCCCYGAGTCYAGGGGGGCTTTATTTCTCCTTTTTTTTCTTTCATTATAATGA  AATAATGAAAATGCATAGTATTTAACTGACATATGTTCTTGAAAAAACAGTCARAAATARATTG  ATTAATCTAAATAATAGTCCYCSCTGGGGGCGGATGTAGCCAAGTGGCTCAAGGCAGTGGATT  GTGAATCC   >Val24_psbtrn  CTCCATCTACAAATGGATAAGACCTGTTCTTAGTGTATATGAGTTTTTGAACAAAGAAAAAAAA  AAAGGRGAAAAAATTCCCCCTGAGTCTAGGGGGGCTTTATTTCTCCTTTTTTTTCTTTCATTATA  AKGAAATAAKGAAAAKGCATRGTATTTAACTGACATATGTTCTTGAAAAAACAGTCAGAAATA  GATTGATTAATCTAAATAATAGTCCTCG   >Yoh9_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTATT  TTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAA  CTCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGT  AAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAAT  GCTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTT  TGCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTT  TTTCCATTTTAAAGAGTGGCATTSGATGTCCAATATCTCGATSGAAGTATGGAGGTCRGAATAA  ATAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATAA  >Yoh11_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCYAGAAATACCCAATATCYTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTTT  TATTTTGAATCTTTCTATTCTGAATTCAGTTAASGACGRGATTTAGTATCCTTTCTTGCACTTTCA  TAACTCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTA  TGTAAATAGGTATATGTTCCTTTCCATTATGAATCGSGATTGTATGGCCAACCATTGCGGGTAG  AATGCTAGATGCCCGGGACCACGTTACTATKGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTA  TTTTKGCCAATAAAKGAKGRGCTACAAAAGGATTSGTTTTTTTTSGKGTCACAGCKGATTACTC  CTTTTTTTCCATTTTAARGRGKGGCATTSGATGTCCAATATCTSGATSGARGTAKGGRGGTCRGA  ATAAATAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTTA   >Yoh3_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAARAAA  GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTTT  ATTTTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCAT  AACTCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTAT  GTAAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGA  ATGCTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATT  TTTGCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTT  TTTTTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAAT  AAATAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATAAGGGGCGGA   >Val20_psbtrn  GCGAGGACTATTATTTAGATTAATCAATCTATTTCTGACTGTTTTTTCAAGAACATATGTCAGTT  AAATACTATGCATTTTCATTATTTCATTATAATGAAAGAAAAAAAAGGAGAAATAAAGCCCCC  CTAGACTCAGGGGGAATTTTTTCTCCTTTTTTTTTTTCTTTGTTCAAAAACTCATATACACTAAGA  ACAGGTCTTATCCATTTGTAGATGGAG   >Val5_psbtrn  TCTCTTATGGATAAGGCTTTTCTGCTAACATATAGCAMTTTTTGAAGAAAGGAAAGCTAGAAAT  ACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTTTTATTTTGAATCTTTC  TATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATWWYTCGTGAAAT  GCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGTAT  ATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGSGGGTAGAATGCTAGATGCC  CGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAATAAA  TGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTTTTTCCATTTTA  AAGAGTGGCATTCGATGTCCAATATCTCGATYGAAGTATGGAGGTCAGAATAAATAGAATAAT  GATGAATGGAAAAAAGAGAAAATCCTTTAGCTGGATA   >Val5_its2  CGTTGAGGACTTTGGGTCATCAAGAGCTTTCGGACCGAAACGACTGACGATTTGACGAGAATT  GAATTCMCCACCGCATGTCAAGACGCTCCTGGCATCCTTAGCTAGGATTTTGGCCAACCGCGTG  CGGTA   >Soy15_psbtrn  TACATCCGCCCTTATACTATGTAAAAATGATCTATATATAAAATTCTATCCTTTCGTTCGTTATC  ATTCTTTTTTCCTTTTAAGATAGGAAAAATGCTAAAGAATCGCGAAAGAAATCAAAAACTTATG  TATAAATATTTATAAATAAAAAGATTACTAATCAAATAAATAAAAGTAAAGGGGCAATATCAA  AAAAGTTGATATTGCCTTTTACTTTCAAAAAMTAATCTACCTTAAGATCCAAATTTTATCCATTA  ATAG  >Soy11_psbtrn  GGATTCACAATCCACKGCCTKGATCCACTKGGCTACATCCGCCCTTATACTATGTAAAAATGAT  CTATATATAAAATTCTATCCTTTCGTTCGTTATCATTCTTTTTTCCTTTTAAGATAGGAAAAATGC  TAAAGAATCGCGAAAGAAATCAAAAACTTATGTATAAATATTTATAAATAAAAAGATTACTAA  TCAAATAAATAAAAGTAAAGGGGCAATATCAAAAAAGTTGATATTGCCTTTTACTTTCAAAAA  CTAATCTACCTTRRGATCCAAATTTTATCCATTAATAG   >Soy4_psbtrn  CTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAAGGAAAGCTAGAAAT  ACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTATTTTGAATCTTTCTATTC  TGAATTCAGTTAACGACGRGATTTAGTATCCTTTCTTGCACTTTCATAACTCGKGAAATGCCGA  GTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGTATATGTTC  CTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATGCTAGATGCCCGGGAC  CACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAATAAATGATGA  GCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCKGATTACTCCTTTTTTTCCATTTTAARGAG  KGGCATTSGATGTCCAATATCTCGATSGAAGTAKGGAGGTCAGAATAAATAGAATAATGATGA  ATGGAAAAAAGAGAAAATCCTTAGCGGAT   >Soy21_psbtrn  CGAGTTATGAAAGTGCAAGAAAGGATACTAAATCYCGTCGTTAACTGAATTCAGAATAGAAAG  ATTCAAAATAAAAAAAAAAGAAATACCCAATATCTTGCTTCAGCAAGATATTGGGTATTTCTAG  CTTTCCTTTCTTCAAAAATTGCTATATGTTAGCRGAAAAGCCTTATCCATTAAGAGATGGAACTC  AAGAGC   >Soy22_psbtrn  ATGCATGAACGTAATGCTCATAATTTCCCTCTAGATCTAGCTGCGATCGACGCTCCATCTATTA  ATGGATAAAATTTGGATCTTAAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTT  TGATATTGCCCCTTTACTTTTATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATA  AGTTTTTGATTTCTTTCGSGATTCTTTAGCATTTTTCCTATCTTAAAAGGAAAAAAGAATGATAR  CGAACGAAAGGATAGAATTTTATATATAGATCATTTTTACATAGTATAAGGGCGGA   >Soy9_psbtrn  AAGGTAGATTAGTTTTTGAAAGTAAAAGGCAATATCAACTTTTTTGATATTGCCCCTTTACTTTT  ATTTATTTGATTAGTAATCTTTTTATTTATAAATATTTATACATAAGTTTTTGATTTCTTTSGSGAT  TCTTTRGCATTTTTCCTATCTTAAAAGGAAAAAAGAA   >Soy1_psbtrn  GGCTACATCCGCCCTTATACTATGTAAAAATGATCTATATATAAAATTCTATCCTTTCGTTCGTT  ATCATTCTTTTTTCCTTTTAAGATAGGAAAAATGCTAAAGAATCGCGAAAGAAATCAAAAACTT  ATGTATAAATATTTATAAATAAAAAGATTACTAATCAAATAAATAAAAGTAAAGGGGCAATAT  CAAAAAAGTTGATATKGCCTTTTACTTTCAAAAACTAATCTACCTTARGATCCAAATTTTATCCA  TTAATAGATGGAGC   >Val13_ITS2  CGATACTTGGTGTGAATTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCG  AAGCCACTAGGCCGAGGGCACGTCTGCCTGGGCGTCACACACCGTTGCCCCCCTTGAACCTCGC  CAATCCCTTAATGGGAGAAGCATTCAAGTGGGGCGGAGATTGGCCTCCCGTGAGCTTCTGTCTC  GTGGTTGGCCTAAATTCGAGTCATCGGCTGCGATCGCCGCGACATTCGGTGGTTTTCGATTATA  TCGGTGCCCTGTCGTGCGCGATTMTGTGGCTGAGTAGACCTATGCGACCCCAATGCGCTGCAAA  TGCAGTGCCTTCAACGCGACCCCAGGTCAGGCGGGATTACCCGCTGAATTTAAGCATATCAATA  AGCGGAGGAAAAGAAACTTACAAGGATTCCCCTAGTAACGGCGAGCGAACCGGGAACAGCCC  AGGTTGAGAATCGGACGTCTTCGRCGTTCGAATTGTAGTCTGGAGAAGC   >Val15_psbtrn  TGCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAA  AGGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTTT  ATTTTGAATCTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCAT  AACTCGKGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTAT  GTAAATAGGTATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGA  ATGCTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATT  TTTGCCAATAAATGATGAGCTACAAAAGGATTSGTTTTTTTTSGTGTCACAGCTGATTACTCCTT  TTTTTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATSGAAGTATGGAGGTCAGAAT  AAATAGAATAATGATGAAGGAAAAAAGAGAAA   >Val16_psbtrn  GCTCTTGAGTTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAA  GGAAAGCTAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTATTT  TGAATYTTTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAAC  TCGTGAAATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTA  AATAGGTATATGTTCCTTTCCATTATGAATCGSGATTGTATGGCCAACCATTGCGGGTAGAATG  CTAGATGCCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATKGACCTTTTCTATTTTT  GCCAATAAATGATGAGCTACAAAAGGATTCGTTTTTTTTSGKGTCACAGCKGATTACTCCTTTTT  TTCCATTTTAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAAA  TAGAATAATGATGAATGGAAAAAAGAGAAAATCCTTAGCTGGAT   >StJW6_its2  CCGTTACTAGGGGAATCCTTGTTAGTTTMTTTTCCTCCGCTTATYGATATGCTTAAATTCAGCGG  GTAGTCCCGCCTGACCTGGGGTCACTTTGTGAGTGTTCGATGTTACTCGATCACGTTCAGGGTC  AACATGTCCCTACGAGCAATGCAAGGCTCACGACTTGTACCGAGGGTCTTACAACCACCGCTG  GTCGTGGCTTTGCTTTGCCAGGAACTCATTTTTGGGCCAACCGCGAACGGGAGCGCACGGGAG  ACCATTTTCCGCCCATCCTATTCCCGATTGTCTCTTGCGAGATATCGGGAWTTTGGGGGGCGAC  GATGTGTGACACCCAGGCAGGCGTGCCCTCGGCCAGAAGGCTTCGGGCGCAACTTGCGTTC   >StJW20_its2  CGATACTTGGTGTGAATTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCG  ATGCCATTAGGTTGAGGGCACGTCTGCCTGGGTGTCACATATCGAAGCCCCTTGCCAATTTCCT  ATTTAATAGGTATTGTGTGCAGGGTGATTATGTTGGCCTCCCGTGAGCTCTGTCTCATGGTTGGT  TGAAAATTGAGACCTTGGTAGGGTGTGCCGTGATAGATGGTGGATGTGTGACCCACAAGACCA  AATCATGTGCTGCTCTATTGAATGTGGACTCTTTTACCCACATGCGTTTTGTAACACTCGTGATG  AGACCTCAGGTCAGGCGGGGCTACCCGCTGAATTTAAGCATATCAATAAGCGGAGGAAAAGAA  ACTAACAAGGATTCCCTTAGTAACGGCGAGCGAACCGGGATATAAGCCCACCATGAGAATCGA  TCGCCATCGGCGTTTGAATTGTAGTCTGG   >StJW11_psbtrn  CTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAAGAAAGGAAAGCTAGAAAT  ACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTATTTTGAATCTTTCTATTC  TGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAACTCGTGAAATGCCGA  GTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGTATATGTTC  CTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATGCTAGATGCCCGGGAC  CACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAATAAATGATGA  GCTWCAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTTTTTCCATTTTAAAGAG  TGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAAATAGAATAATGATGA  ATGGAAAAAAGAGAAAATCCTTTAGCTGGATAAGGGG   >StJW12_psb  GGATAAGGCTTTTCTGCTAACATATAGCAATTTTTGAASAAAGGAAAGCTAGAAATACCCAATA  TCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTWTTTTGAATCTTTCTATTCTGAATTCA  GTTAA   >StJW19_psbtrn  TTATGCATGAACGTAATGCTCATAATTTCCCTYTAGACCTAGCTGCTGTTGAAGTTCCATYTATA  AATGGATAAGACTTTGGTYTTAGTATATACGAGTTYTTGAAAGTAAAGGAGCAATAAAAAATT  TCTTGTTATATCAAGAGGTTTGTTATTGCTCCTTTACTATTTAGTATTTTTTTTATTTACTTTAGTA  TTTTTTTTATTTACTACTTAACTTTACTATATTGTTCTATATTTTTTTTTAGTTAATTTACTACAAA  ATTTAATTAAAATATTAAAAATTTCAGTTTATTTTATGTTGTATTTTATCTTACAAGTAATGAWA  AATGGTGTAAATATTTGTAATAGTACAAGGGGCGGATGTAGCCAAGTGGATCAAGGCAGTGGA  TTGTGAATCCACCATGC   >StJW7_its2  TTTTCCTCCGCTTATTGATATGCTTAAATTCAGCGGGTAGTCCCGCCTGACCTGGGGTCACTTTG  TGAGTGTTCGATGTTACTCGATCACGTTCAGGGTCAACATGTCCCTACGAGCAATGCAAGGCTC  ACGACTTGTACCGAGGGTCTTACAACCACCGCTGGTCGTGGCTTTGCTTTGCCAGGAACTCATT  TTTGGGCCAACCGCGAACGGGAGCGCACGGRAGACCATTTTCCGCCCATCCTATTCCCGATTGT  CTCTTGCRAGATATCGGGATTTTGGGGGGCGACGATGTGTGACACCCAGGCAGGCGTGCCCTCG  GCCARAAGGCTTCGGGCGCAACTTGCGTTCAAAGACTC   >StJW1_its2  GATTTTCAAGCTGGGCATTTCCCGGTTCGCTCGCCGTTACTAGGGGAATCCTTGTTAGTTTCTTT  TCCTCCGCTTATTGATATGCTTAAATTCAGCGGGTAGTCCCGCCTGACCTGGGGTCACTTTGTGA  GTGTTCGATGTTACTCGATCACGTTCAGGGTCAACATGTCCCTACGAGCAATGCAAGGCTCACG  ACTTGTACCGAGGGTCTTACAACCACCGCTGGTCGTGGCTTTGCTTTGCCAGGAACTCATTTTTG  GGCCAACCGCGAACGGGAGCGCACGGGAGACCATTTTCCGCCCATCCTATTCCCGATTGTCTCT  TGCGAGATATCGGGATTTTGGGGGGCGACGATGTGTGACACCCAGGCAGGCGTGCCCTCGGCC  AGAAGGCTTCGGGCGCAACTTGCGTTCAAAGACTCGATGGTTCACGGGATTCTGCAATTCACAC  CAAGTATCG   >StJW10_psbtrn  TTCCATCTCTTAATGGATAAGGCTTTTCTGCTAACATATAGCAATTYCYTGAAGAAAGGAAAGC  TAGAAATACCCAATATCTTGCTGAAGCAAGATATTGGGTATTTCTTTTTTTTTTTATTTTGAATCT  TTCTATTCTGAATTCAGTTAACGACGAGATTTAGTATCCTTTCTTGCACTTTCATAACTCGTGAA  ATGCCGAGTTGGTACGAATTCCCCCAATTTGCGACCTACCATAGGATTTGTTATGTAAATAGGT  ATATGTTCCTTTCCATTATGAATCGCGATTGTATGGCCAACCATTGCGGGTAGAATGCTAGATG  CCCGGGACCACGTTACTATTGTTTCTTTCTCCTCCTTCATATTGACCTTTTCTATTTTTGCCAATA  AATGATGAGCTACAAAAGGATTCGTTTTTTTTCGTGTCACAGCTGATTACTCCTTTTTTTCCATTT  TAAAGAGTGGCATTCGATGTCCAATATCTCGATCGAAGTATGGAGGTCAGAATAAATAGAATA  ATGATGAATGGAAAAAAGAGAAAATCCTT   >StJW23_its2  TACAATTCGAACGCCTGGGGCWTCCGATTTTCAAGCTGGGCATTTCCCGGTTCGCTCGCCGTTA  CTAGGGGAATCCTTGTTAGTTTCTTTTCCTCCGCTTATTGATATGCTTAAATTCAGCGGGTAGTC  CCGCCTGACCTGGGGTCACTTTGTGAGTGTTCGATGTTACTCGATCACGTTCAGGGTCAACATG  TCCCTACGAGCAATGCAAGGCTCACGACTTGTACCGAGGGTCTTACAACCACCGCTGGTCGTGG  >StJW16_its2  GAACGCCTGGGGCATCCGATTTTCAAGCTGGGCATTTCCCGGTTCGCTCGCCGTTACTAGGGGA  ATCCTTGTTAGTTTCTTTTCCTCCGCTTATTGATATGCTTAAATTCAGCGGGTAGTCCCGCCTGA  CCTGGGGTCACTTTGTGAGTGTTCGATGTTACTCGATCACGTTCAGGGTCAACATGTCCCTACG  AGCAATGCAAGGCTCACGACTTGTACCGAGGGTCTTACAACCACCGCTGGTCGTGGCTTTGCTT  TGCCAGGAACTCATTTTTGGGCCAACCGCGAACGGGAGCGCACGGGAGACCATTTTCCGCCCA  TCCTATTCCCGATTGTCTCTTGCGAGATATCGGGATTTTGGGGGGCGACGATGTGTGACACCCA  GGCAGGCGTGCCCTCGGCCAGAAGGCTTCGGGCGCAACTTGCGTTCAAAGACTCGATGGTTCA  CG 
